Bacterial Histone-like proteins- MUSCLE Alignment

312200235 Franki a_sp.
111222028] Fr anki a_al ni
29833774] St rept onyces_aver i ti
256806778] St r ept onyces_vi r i doc
307330140| St r ept onyces_vi ol ace
302546997| St r ept onyces_hygr osc
256780969] St r ept onyces_hygr osc
fuler

5605848] Aqui f ex_aeol i cus -
4916752| Aqui f ex_aeol i cus -
8653734| Nakamur el | a_ml ti par - FV
| _opacus - W
111017273 Jjostii - W
111025111 Jjostii - W
152989766] N tratiruptor_sp. M
225850614 Per sephonel | a_mari na M
149194018] Cam i bact er_redi at | M
224372171 Naut i | i a_pr of undi col - M
Desul f onat ronospi ra_ - v v
97184 Ther mis_aquat i cus - v Fi W
46199417] Ther nus_t her mophi | us - Y Fl W
55981448| Ther mus_t her mophi | us - Y Fl W
2 53| M cr ococcus_| ut eus - Y v v
268 | Rhodot her mis_mari nus - Y v
7 6| Anabaena_var i abi |is - Y Y
1 48| Nost oc_punct i f or e - M VI
Rubr obact er_xyl anoph - Y
62204261| Gor doni a_br onchial i s - M v
229491317 Rhodococcus_er yt hrop - M Y
111023659] Rhodococcis j ostil - M Vi
M

2

:
M

U




